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CLUSEAN Overview
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Pipeline Steps
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Output
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File Entries Select Wiew Goto Edit Create Bun Graph Cisplay
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GACGTCGTCGTCGCAGCGGCTGGGGT GOT GEGCCGACT ACACT GACCTCUGCT ACT ACTGCTGT GOCGCARAGAGCCGCT AGCICTOGTCGCAAAGCT ACCGGAGAAGGT GTTCGT COCTGTCCAL
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193 7135 fzsignments (BLASTP, HMMER): transporter (188,700}, reslstance (3.002), hyp (1.378), unclassified (0.524), hydrol=
132 16635 Assignments (BLASTP, HMMER): WRPS (206.045), unclassified (2.371). racemase (1.435), hyp (1.3204), TE (1.259). lig
)37 8430 1 Adeyw ACLUSEAN/11ib /8B domaing. hmm3-Hit: MRPS- A-domain., Score: 372.0, E-walue: 1.7e-114. Domain range: 3

555 5544 shomefkalsdev /CLUSEAN/11b /8B domains.hmm3-Hit: PCP_E. Score: 83.3. E-value: 4.8e-27. Domain range: 207..569,

532 10116 shomekai/sdev /CLUSEAN/11b /8B domains.hmm3-Hit: NRPS- Condensation-DCL. Score: 283.0. E-value: 1.3e-81. Domain ran
505 11480 shomeSkai/sdev /CLUSEAN/11b /8B domains.hmm3-Hit: NRPS- A-domain. Score: 381.4. E-value: 2.3e-117. Domain range: 105
715 11604 shomeSkaisdev /CLUSEAN/11b /8B domains.hmm3-Hit: PCP_E. Score: 87.5. E-walue: 2.3e-28. Domain range: 1527..1589.

110 13257 fhomeSkalsdev /CLUSEAN/11b /8B domains.hmm3-Hit: NRFS- Condensation-LCL. Score: 74.6. E-walue: &.5e-24. Domain rang
387 14652 fhomeSkal/dev /CLUSEAN/11b /4B domains.hmm3-Hit: NRFS- Condensation-DCL. Score: 332.1. E-value: 3.5e-10Z. Domain raw
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= ~ ~ KirrDomOrder.txt = (~/dev/CLUSEAN/runs/kirr_ mixed) - GVIEW
File Edit Tools Syntax Buffers Window Help
- fRAE 4o b e GE2 %29 08
1 [@irAI T -- KR -- ACP
2 KirAII DH -- ACP -- KR -- KR -- MT -- ACP -- KR -- ACP -- ACP
i 3 kirAIII C{LCL) -- A -- ACP
4 kirAI¥ DH -- KR -- ACP -- DH -- KR -- MT -- ACP -- ACP -- KR -- ACP -- KR -- ACP
1 S kirAV DH -- ACP -- KR -- DH -- KR -- ACP
6 KirAVI AT{(MMO) -- DH -- KR -- ACP -- AT{M) -- ACP
7 kirB C({LCL) -- A --T
8 kirCI AT(M) -- AT(M)
{ 9 AUTOORF_Gee47 C{LCL) -- A --T -- C{LLL) -- A --T --TE
10 AUTOORF 08052 T -- E
11 AUTOORF_@8053 C(LCL) -- A--T h?
12 AUTOORF eees4 C(DCL) -- A -- T
- v
1,1 All
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User Interface Improvements

CLUSEAN development branch

Running Blast against clusean
Processing v18952, orf30, fasta (64,86 %)
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A | /NRPSPred/Y16952.nrpsl.out 1 164 302 LDASFDASLFEMYLLTGGDRNMYGPTEATMCATW DAFYLGMMCK |gly=ala=val=leu=ile=abu=iva-like:Score: 0.810 val=leu=ile=abu=iva-like;Score: 0.829 Q93971 ml

A [/NRPSPred/Y16952.nrps1.out 1 1189 1324 LAHAFDTIVSEMKAVAAGEINAYGPTETTICATM DTSKVAAICK  phe=trp=phg=tyr=bht-like;Score: 0.733 tyr=bht-like;Score: 0.689 052819 m2__ bht Id: 100
A | /NRPSPred/Y16952.nrpsl.out 1 2707 2841 YHCSFDLTVTATKALLGGEVNEYGPTEATVGCVE |DLTKLGEVGK |asp=asn=glu=gln=aad-like:Score: 1.190 asp=asn-like:Score: 1.125 052819 m3__ asn Id: 10
B ./NRPSPred/Y16952.nrps2.out 1 614 752 LEPAFDISLFEVHLLTGGDRHLYGPTEATLCATW DIFHLGLLCK ser \dhpg=dpg=hpag-like:Score: 2.175 Q93NB7_m2__ hpg Id: 1C
B |/NRPSPred/Y16952.nrps2.out 1 2110, 2248 LDPAFDASLVEVHLLTGGDROLYGPTEITLCATW  DAVHLGLLCK dhpg=dpg=hpglike;Score: 1.703 052820 m2__hpg Id: 10
B ./NRPSPred/Y16952.nrps2.out 1 3627 3762 LAHSFDAIVSEMTVLTGGEIQAYGPTETTICSTM DASTLGAICK tyr=bht-like;Score: 0.689 Q93920 _m3__ bht Id: 101
C | /NRPSPred/Y16952.nrps3.out 1 622 760 LDAAFDPSLYAVHLGTGGDRNTYGPTETTLCATW |DPYHGGTLCK dhpg=dpg=hpglike;Score: 1.916 QT0AZ6_m1_ dhpg Id: ]
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